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TRINITY_DN35528_c5_g1::TRINITY_DN35528_c5_g1_i1::g.105993::m.105993NP_055135.1_heme-binding_protein_2_isoform_2_[Homo_sapiens]9.69522805

TRINITY_DN37607_c0_g1::TRINITY_DN37607_c0_g1_i3::g.35709::m.35709NP_001906.3_cytochrome_b561_isoform_1_[Homo_sapiens] 7.46260383

TRINITY_DN35130_c1_g2::TRINITY_DN35130_c1_g2_i5::g.15698::m.15698NP_001129116.1_dynactin_subunit_4_isoform_c_[Homo_sapiens]7.30228866

TRINITY_DN35130_c1_g2::TRINITY_DN35130_c1_g2_i2::g.15690::m.15690NP_001268667.1_electron_transfer_flavoprotein-ubiquinone_oxidoreductase,_mitochondrial_isoform_3_[Homo_sapiens]7.29388423

TRINITY_DN36951_c7_g2::TRINITY_DN36951_c7_g2_i2::g.135903::m.135903NP_689772.2_Williams-Beuren_syndrome_chromosomal_region_27_protein_[Homo_sapiens]6.88431919

TRINITY_DN36569_c1_g5::TRINITY_DN36569_c1_g5_i1::g.117062::m.117062NP_061335.1_kelch-like_protein_9_[Homo_sapiens] 6.28181677

TRINITY_DN31452_c0_g1::TRINITY_DN31452_c0_g1_i1::g.13556::m.13556NP_036423.4_separin_[Homo_sapiens] 6.13310931

TRINITY_DN29725_c0_g1::TRINITY_DN29725_c0_g1_i1::g.62367::m.62367NP_001449.3_filamin-C_isoform_a_[Homo_sapiens] 6.11914745

TRINITY_DN27997_c0_g1::TRINITY_DN27997_c0_g1_i1::g.31355::m.31355NP_005900.2_microtubule-associated_protein_1B_isoform_1_[Homo_sapiens]6.1118829

TRINITY_DN37929_c0_g4::TRINITY_DN37929_c0_g4_i2::g.60892::m.60892NP_002364.5_microtubule-associated_protein_1A_[Homo_sapiens]6.041276

TRINITY_DN33332_c0_g1::TRINITY_DN33332_c0_g1_i2::g.72010::m.72010NP_001161775.1_kelch-like_protein_13_isoform_e_[Homo_sapiens]5.8624563

TRINITY_DN30251_c0_g1::TRINITY_DN30251_c0_g1_i3::g.36463::m.36463NP_037498.1_anaphase-promoting_complex_subunit_2_[Homo_sapiens]5.83104015

TRINITY_DN33459_c0_g1::TRINITY_DN33459_c0_g1_i2::g.57470::m.57470NP_001193856.1_dynein_heavy_chain_8,_axonemal_[Homo_sapiens]5.81143381

TRINITY_DN32394_c0_g1::TRINITY_DN32394_c0_g1_i1::g.91176::m.91176NP_690875.1_peroxisomal_N(1)-acetyl-spermine/spermidine_oxidase_isoform_1_[Homo_sapiens]5.77583038

TRINITY_DN28716_c0_g1::TRINITY_DN28716_c0_g1_i2::g.78879::m.78879NP_787078.2_signal_peptide_peptidase-like_2C_precursor_[Homo_sapiens]5.68540549

TRINITY_DN32025_c0_g2::TRINITY_DN32025_c0_g2_i1::g.44524::m.44524NP_060821.3_FYVE,_RhoGEF_and_PH_domain-containing_protein_6_[Homo_sapiens]5.36275205

TRINITY_DN36230_c0_g3::TRINITY_DN36230_c0_g3_i1::g.125675::m.125675NP_055496.2_probable_ATP-dependent_RNA_helicase_DHX34_[Homo_sapiens]5.34966744

TRINITY_DN37485_c8_g1::TRINITY_DN37485_c8_g1_i5::g.79397::m.79397NP_001027549.1_sulfotransferase_6B1_[Homo_sapiens] 5.25167175

TRINITY_DN38084_c2_g2::TRINITY_DN38084_c2_g2_i1::g.29143::m.29143NP_001121699.1_bifunctional_UDP-N-acetylglucosamine_2-epimerase/N-acetylmannosamine_kinase_isoform_1_[Homo_sapiens]5.21099444

TRINITY_DN29933_c0_g1::TRINITY_DN29933_c0_g1_i3::g.31826::m.31826NP_004102.1_flap_endonuclease_1_[Homo_sapiens] 5.20248387

TRINITY_DN36951_c7_g2::TRINITY_DN36951_c7_g2_i1::g.135894::m.135894NP_689772.2_Williams-Beuren_syndrome_chromosomal_region_27_protein_[Homo_sapiens]5.14730685

TRINITY_DN28172_c0_g1::TRINITY_DN28172_c0_g1_i1::g.72877::m.72877NP_003645.1_carbohydrate_sulfotransferase_1_precursor_[Homo_sapiens]5.10224397

TRINITY_DN35071_c1_g2::TRINITY_DN35071_c1_g2_i3::g.53200::m.53200NP_001269722.1_filamin_A-interacting_protein_1-like_isoform_4_[Homo_sapiens]4.94657977

TRINITY_DN33999_c0_g1::TRINITY_DN33999_c0_g1_i1::g.112753::m.112753NP_596869.4_titin_isoform_N2-A_[Homo_sapiens] 4.77053201

TRINITY_DN30659_c0_g1::TRINITY_DN30659_c0_g1_i1::g.111037::m.111037NP_005706.1_uronyl_2-sulfotransferase_[Homo_sapiens] 4.61475941

TRINITY_DN37619_c1_g4::TRINITY_DN37619_c1_g4_i1::g.34756::m.34756NP_001177143.1_inositol_hexakisphosphate_and_diphosphoinositol-pentakisphosphate_kinase_1_isoform_6_[Homo_sapiens]4.49445295

TRINITY_DN34771_c0_g2::TRINITY_DN34771_c0_g2_i2::g.7134::m.7134NP_001093646.1_protein_Hook_homolog_2_isoform_2_[Homo_sapiens]4.48592599

TRINITY_DN27881_c0_g1::TRINITY_DN27881_c0_g1_i1::g.102854::m.102854NP_001879.1_ketimine_reductase_mu-crystallin_[Homo_sapiens]4.46141058

TRINITY_DN33014_c0_g1::TRINITY_DN33014_c0_g1_i2::g.12507::m.12507NP_006673.1_fibroleukin_precursor_[Homo_sapiens] 4.37590862

TRINITY_DN25949_c0_g1::TRINITY_DN25949_c0_g1_i2::g.31746::m.31746NP_071912.2_carbohydrate_sulfotransferase_8_[Homo_sapiens]4.25326011

TRINITY_DN32469_c0_g1::TRINITY_DN32469_c0_g1_i2::g.21785::m.21785NP_005706.1_uronyl_2-sulfotransferase_[Homo_sapiens] 4.22519538

TRINITY_DN33426_c0_g2::TRINITY_DN33426_c0_g2_i2::g.57001::m.57001NP_995319.1_mannose-1-phosphate_guanyltransferase_alpha_[Homo_sapiens]4.21279163

TRINITY_DN30305_c0_g1::TRINITY_DN30305_c0_g1_i1::g.717::m.717NP_653172.2_CCR4-NOT_transcription_complex_subunit_6-like_[Homo_sapiens]3.99754841

TRINITY_DN28351_c0_g1::TRINITY_DN28351_c0_g1_i1::g.17601::m.17601NP_620164.1_carboxymethylenebutenolidase_homolog_[Homo_sapiens]3.97263959

TRINITY_DN29065_c0_g2::TRINITY_DN29065_c0_g2_i3::g.74866::m.74866NP_001879.1_ketimine_reductase_mu-crystallin_[Homo_sapiens]3.91992167

TRINITY_DN35381_c0_g3::TRINITY_DN35381_c0_g3_i5::g.26552::m.26552NP_060783.3_protein_polybromo-1_isoform_2_[Homo_sapiens] 3.82889033

TRINITY_DN34688_c1_g1::TRINITY_DN34688_c1_g1_i23::g.51629::m.51629NP_006460.2_influenza_virus_NS1A-binding_protein_[Homo_sapiens]3.82680783

TRINITY_DN35684_c0_g2::TRINITY_DN35684_c0_g2_i2::g.83245::m.83245NP_001131136.1_anaphase-promoting_complex_subunit_7_isoform_b_[Homo_sapiens]3.79672181

TRINITY_DN36778_c1_g1::TRINITY_DN36778_c1_g1_i13::g.66839::m.66839NP_001240831.1_mesoderm-specific_transcript_homolog_protein_isoform_d_precursor_[Homo_sapiens]3.78030404

TRINITY_DN34187_c0_g1::TRINITY_DN34187_c0_g1_i3::g.95612::m.95612NP_060052.3_ubiquitin-conjugating_enzyme_E2_Q1_[Homo_sapiens]3.76737979

TRINITY_DN34688_c1_g1::TRINITY_DN34688_c1_g1_i1::g.51607::m.51607NP_006460.2_influenza_virus_NS1A-binding_protein_[Homo_sapiens]3.71957635

TRINITY_DN37913_c0_g1::TRINITY_DN37913_c0_g1_i3::g.61821::m.61821NP_001274191.1_butyrophilin-like_protein_10_[Homo_sapiens] 3.71861602

TRINITY_DN37180_c1_g1::TRINITY_DN37180_c1_g1_i11::g.47837::m.47837NP_001073929.1_leucine-rich_repeat_and_IQ_domain-containing_protein_4_[Homo_sapiens]3.71093195

TRINITY_DN33152_c0_g1::TRINITY_DN33152_c0_g1_i1::g.43636::m.43636NP_001008938.1_cytoskeleton-associated_protein_5_isoform_a_[Homo_sapiens]3.69750473

TRINITY_DN35381_c0_g3::TRINITY_DN35381_c0_g3_i2::g.26538::m.26538NP_001265153.1_FGGY_carbohydrate_kinase_domain-containing_protein_isoform_d_[Homo_sapiens]3.66662846

TRINITY_DN30937_c0_g2::TRINITY_DN30937_c0_g2_i1::g.17895::m.17895NP_001130009.1_BTB/POZ_domain-containing_protein_19_[Homo_sapiens]3.63583646

TRINITY_DN33897_c0_g1::TRINITY_DN33897_c0_g1_i2::g.11608::m.11608NP_001334850.1_sorting_nexin-19_isoform_6_[Homo_sapiens] 3.63227292

TRINITY_DN33954_c0_g6::TRINITY_DN33954_c0_g6_i1::g.111824::m.111824NP_001307791.1_arachidonate_5-lipoxygenase_isoform_5_[Homo_sapiens]3.56449092

TRINITY_DN55430_c0_g1::TRINITY_DN55430_c0_g1_i1::g.33782::m.33782NP_065805.2_rho_GTPase-activating_protein_31_[Homo_sapiens]3.52696194

TRINITY_DN32469_c0_g1::TRINITY_DN32469_c0_g1_i1::g.21784::m.21784NP_005706.1_uronyl_2-sulfotransferase_[Homo_sapiens] 3.52647252

TRINITY_DN25742_c0_g1::TRINITY_DN25742_c0_g1_i1::g.6261::m.6261NP_001191337.1_SEC14-like_protein_1_isoform_b_[Homo_sapiens]3.51512469

TRINITY_DN30183_c0_g2::TRINITY_DN30183_c0_g2_i2::g.45077::m.45077NP_000363.1_tyrosinase_precursor_[Homo_sapiens] 3.50778177

TRINITY_DN30671_c0_g1::TRINITY_DN30671_c0_g1_i2::g.110820::m.110820NP_001305043.1_galactosylceramide_sulfotransferase_isoform_2_[Homo_sapiens]3.46110216

TRINITY_DN32157_c0_g1::TRINITY_DN32157_c0_g1_i3::g.123269::m.123269NP_060634.2_protein_asunder_homolog_[Homo_sapiens] 3.41562307

TRINITY_DN32469_c0_g1::TRINITY_DN32469_c0_g1_i4::g.21787::m.21787NP_005706.1_uronyl_2-sulfotransferase_[Homo_sapiens] 3.39147967

TRINITY_DN33111_c0_g1::TRINITY_DN33111_c0_g1_i1::g.43416::m.43416NP_060417.2_molybdenum_cofactor_sulfurase_[Homo_sapiens]3.35590109

TRINITY_DN36927_c0_g4::TRINITY_DN36927_c0_g4_i4::g.136250::m.136250NP_908974.1_tripartite_motif-containing_protein_55_isoform_3_[Homo_sapiens]3.32259264

TRINITY_DN31746_c0_g1::TRINITY_DN31746_c0_g1_i2::g.102062::m.102062NP_653277.2_transmembrane_emp24_domain-containing_protein_6_precursor_[Homo_sapiens]3.271832

TRINITY_DN35800_c0_g2::TRINITY_DN35800_c0_g2_i1::g.40774::m.40774NP_446464.1_argininosuccinate_synthase_[Homo_sapiens] 3.26938992

TRINITY_DN660_c0_g1::TRINITY_DN660_c0_g1_i1::g.90859::m.90859NP_690849.1_carbohydrate_sulfotransferase_13_precursor_[Homo_sapiens]3.21874648

TRINITY_DN35123_c0_g3::TRINITY_DN35123_c0_g3_i2::g.14696::m.14696NP_059125.2_beta,beta-carotene_15,15'-dioxygenase_[Homo_sapiens]3.2126581
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TRINITY_DN27182_c0_g1::TRINITY_DN27182_c0_g1_i6::g.131392::m.131392NP_001879.1_ketimine_reductase_mu-crystallin_[Homo_sapiens]3.20257122

TRINITY_DN37061_c1_g1::TRINITY_DN37061_c1_g1_i2::g.97911::m.97911NP_004573.2_geranylgeranyl_transferase_type-2_subunit_beta_[Homo_sapiens]3.19136614

TRINITY_DN33394_c0_g1::TRINITY_DN33394_c0_g1_i7::g.71627::m.71627NP_001245367.1_threonine--tRNA_ligase,_cytoplasmic_isoform_2_[Homo_sapiens]3.14827826

TRINITY_DN33954_c0_g4::TRINITY_DN33954_c0_g4_i2::g.111821::m.111821NP_001130.1_arachidonate_12-lipoxygenase,_12R-type_[Homo_sapiens]3.14199172

TRINITY_DN36311_c7_g2::TRINITY_DN36311_c7_g2_i8::g.10021::m.10021NP_001290046.1_tubulin_alpha-1C_chain_isoform_b_[Homo_sapiens]3.12823131

TRINITY_DN36188_c1_g1::TRINITY_DN36188_c1_g1_i2::g.142188::m.142188NP_001159583.1_neuropathy_target_esterase_isoform_a_[Homo_sapiens]3.09806492

TRINITY_DN30024_c0_g1::TRINITY_DN30024_c0_g1_i1::g.73125::m.73125NP_001001852.2_serine/threonine-protein_kinase_pim-3_[Homo_sapiens]3.09518761

TRINITY_DN33145_c0_g1::TRINITY_DN33145_c0_g1_i1::g.44101::m.44101NP_937826.1_ubiquitin/ISG15-conjugating_enzyme_E2_L6_isoform_2_[Homo_sapiens]2.97321952

TRINITY_DN82771_c0_g1::TRINITY_DN82771_c0_g1_i1::g.81981::m.81981NP_004845.1_carbohydrate_sulfotransferase_10_precursor_[Homo_sapiens]2.96055159

TRINITY_DN33335_c0_g1::TRINITY_DN33335_c0_g1_i2::g.72188::m.72188NP_001231639.1_glutamine--fructose-6-phosphate_aminotransferase_[isomerizing]_1_isoform_1_[Homo_sapiens]2.90597837

TRINITY_DN37634_c1_g1::TRINITY_DN37634_c1_g1_i3::g.34921::m.34921NP_003645.1_carbohydrate_sulfotransferase_1_precursor_[Homo_sapiens]2.90200764

TRINITY_DN35773_c0_g1::TRINITY_DN35773_c0_g1_i1::g.40573::m.40573NP_803878.1_sulfotransferase_1A1_isoform_a_[Homo_sapiens] 2.89886895

TRINITY_DN33171_c0_g1::TRINITY_DN33171_c0_g1_i1::g.43597::m.43597NP_002257.1_importin_subunit_alpha-1_[Homo_sapiens] 2.8806206

TRINITY_DN36794_c1_g1::TRINITY_DN36794_c1_g1_i1::g.67024::m.67024NP_001164159.1_E3_ubiquitin-protein_ligase_MIB2_isoform_4_[Homo_sapiens]2.86679579

TRINITY_DN30743_c0_g1::TRINITY_DN30743_c0_g1_i1::g.111523::m.111523NP_006312.1_E3_ubiquitin-protein_ligase_ARIH2_isoform_a_[Homo_sapiens]2.83077248

TRINITY_DN36190_c1_g1::TRINITY_DN36190_c1_g1_i1::g.142960::m.142960NP_001276903.1_putative_beta-lactamase-like_1_[Homo_sapiens]2.8135415

TRINITY_DN27407_c0_g1::TRINITY_DN27407_c0_g1_i2::g.43149::m.43149NP_001305760.1_tuberin_isoform_8_[Homo_sapiens] 2.79548687

TRINITY_DN35123_c0_g1::TRINITY_DN35123_c0_g1_i1::g.14693::m.14693NP_059125.2_beta,beta-carotene_15,15'-dioxygenase_[Homo_sapiens]2.79055779

TRINITY_DN33373_c0_g1::TRINITY_DN33373_c0_g1_i4::g.72430::m.72430NP_653213.6_lipoxygenase_homology_domain-containing_protein_1_isoform_1_[Homo_sapiens]2.75522381

TRINITY_DN33373_c0_g1::TRINITY_DN33373_c0_g1_i1::g.72428::m.72428NP_653213.6_lipoxygenase_homology_domain-containing_protein_1_isoform_1_[Homo_sapiens]2.75207462

TRINITY_DN36403_c0_g4::TRINITY_DN36403_c0_g4_i3::g.113532::m.113532NP_006750.3_UTP--glucose-1-phosphate_uridylyltransferase_isoform_a_[Homo_sapiens]2.71225379

TRINITY_DN33399_c1_g1::TRINITY_DN33399_c1_g1_i2::g.71500::m.71500NP_004111.2_guanylate-binding_protein_2_[Homo_sapiens] 2.6606542

TRINITY_DN34682_c0_g1::TRINITY_DN34682_c0_g1_i4::g.50959::m.50959NP_001306924.1_PCNA-interacting_partner_isoform_4_[Homo_sapiens]2.65767183

TRINITY_DN31742_c0_g2::TRINITY_DN31742_c0_g2_i1::g.101942::m.101942NP_001243095.1_baculoviral_IAP_repeat-containing_protein_2_isoform_2_[Homo_sapiens]2.6551633

TRINITY_DN37301_c1_g3::TRINITY_DN37301_c1_g3_i4::g.37743::m.37743NP_068766.1_serine_racemase_isoform_a_[Homo_sapiens] 2.65144026

TRINITY_DN36901_c5_g1::TRINITY_DN36901_c5_g1_i3::g.134497::m.134497NP_065852.1_arrestin_domain-containing_protein_3_isoform_a_[Homo_sapiens]2.63740292

TRINITY_DN37697_c2_g1::TRINITY_DN37697_c2_g1_i1::g.34129::m.34129NP_001155973.1_trinucleotide_repeat-containing_gene_6B_protein_isoform_1_[Homo_sapiens]2.62324191

TRINITY_DN37507_c0_g1::TRINITY_DN37507_c0_g1_i3::g.139948::m.139948NP_055928.3_zinc_finger_ZZ-type_and_EF-hand_domain-containing_protein_1_[Homo_sapiens]2.61800813

TRINITY_DN58006_c0_g1::TRINITY_DN58006_c0_g1_i1::g.98086::m.98086NP_055693.4_pumilio_homolog_3_[Homo_sapiens] 2.60885243

TRINITY_DN34066_c0_g1::TRINITY_DN34066_c0_g1_i1::g.129899::m.129899NP_006031.2_heparan_sulfate_glucosamine_3-O-sulfotransferase_4_[Homo_sapiens]2.59373635

TRINITY_DN33435_c1_g1::TRINITY_DN33435_c1_g1_i2::g.56958::m.56958NP_001165949.1_ribonucleoside-diphosphate_reductase_subunit_M2_B_isoform_3_[Homo_sapiens]2.56802005

TRINITY_DN38095_c0_g1::TRINITY_DN38095_c0_g1_i1::g.29461::m.29461NP_002547.1_oxysterol-binding_protein_1_[Homo_sapiens] 2.56746513

TRINITY_DN35594_c7_g2::TRINITY_DN35594_c7_g2_i1::g.104923::m.104923NP_079091.3_8-oxo-dGDP_phosphatase_NUDT18_[Homo_sapiens]2.56252508

TRINITY_DN68362_c0_g1::TRINITY_DN68362_c0_g1_i1::g.74517::m.74517NP_055300.1_hematopoietic_prostaglandin_D_synthase_[Homo_sapiens]2.56065378

TRINITY_DN37858_c1_g1::TRINITY_DN37858_c1_g1_i2::g.49772::m.49772NP_001107869.1_ATP-dependent_RNA_helicase_DHX36_isoform_2_[Homo_sapiens]2.55966922

TRINITY_DN38167_c2_g2::TRINITY_DN38167_c2_g2_i2::g.137290::m.137290NP_055561.2_E3_ubiquitin-protein_ligase_RNF144A_[Homo_sapiens]2.52981214

TRINITY_DN38236_c1_g1::TRINITY_DN38236_c1_g1_i1::g.132405::m.132405NP_077734.1_cytosolic_phospholipase_A2_isoform_1_[Homo_sapiens]2.52797577

TRINITY_DN47963_c0_g1::TRINITY_DN47963_c0_g1_i1::g.418::m.418NP_001073933.2_60_kDa_lysophospholipase_[Homo_sapiens] 2.50431566

TRINITY_DN30286_c0_g2::TRINITY_DN30286_c0_g2_i1::g.36405::m.36405NP_001742.1_cysteine--tRNA_ligase,_cytoplasmic_isoform_b_[Homo_sapiens]2.49306974


